. Rates of mitochondrial respiration. Values are means ± SE; n -the number of specimens studied. The rates of respiration (V) are given in nmol O2/min/mg wet weight. V0, basal respiration without ADP; VADP, ADP-stimulated respiration; VRot, respiration in the presence of rotenone; VSucc, ADP-stimulated respiration in the presence of rotenone and succinate; VAtr, respiration after inhibition of succinate and ADP-stimulated respiration by atractyloside; VAnt, respiration in the presence of AntA; VTMPD, TMPD+ascorbate stimulated respiration; VNaN3, TMPD-stimulated respiration after addition of NaN3; VADP-V0, OXPHOS dependent respiration; VADP/V0, respiration control index; * p < 0.05, ** p < 0.01, *** p < 0.001 compared with wild type. Figure S1 . By LC/MS/MS analysis determined amounts of respiratory chain complex I subunits. Figure S3 . By LC/MS/MS analysis determined amounts of respiratory chain complex V subunits. Atp5a1 -ATP synthase subunit alpha, Atp5b -ATP synthase subunit beta, Atp5c1 -ATP synthase subunit gamma, Atp5d -ATP synthase subunit delta, Atp5f1 -ATP synthase F(0) complex subunit B1, Atp5h -ATP synthase subunit d, Atp5i -ATP synthase subunit e, Atp5j -ATP synthasecoupling factor 6, Atp5j2 -ATP synthase subunit f, Atp5l -ATP synthase subunit g, Atp5o -ATP synthase subunit O; * -p<0.05, ** -p<0.01 compared to wild type.
